Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.009 Å; R factor = 0.025; wR factor = 0.057; data-to-parameter ratio = 17.1.
Molecules of the title compound, [HgBr(C 9 H 11 )], are located on a crystallographic twofold rotation axis. Due to the molecular symmetry, the Hg II atom is linearly coordinated by the ipso-C of the mesityl group and the Br atom. In the crystal, molecules lie in planes parallel to (001). 
Related literature

Experimental
Crystal data [HgBr(C 9 (Hübner et al., 2010) in thf at ambient temperature (Hayashi et al., 2011) . In addition, we have investigated the reaction of Hg[Mes] 2 with BBr 3 (Hayashi et al., 2011) . In this paper we report the structure of the analogous Grignard compound Hg[Mes]Br which was obtained from the 1: 1 reaction of Hg[Mes] 2 with BBr 3 .
Molecules of the title compound are located on a crystallographic twofold rotation axis with half a molecule in the asymmetric unit. Due to the molecular symmetry, the Hg centre is linearly coordinated by the ipso-C of the mesityl group and the Br atom. The Hg-C bond [2.053 (7) Å] is slightly shorter than that in dimesityl mercury [2.080 (6) In the crystal, the molecules lie in planes parallel to (0 0 1). In a plane, the molecules are oriented parallel to each other with the Hg-Br vectors pointing in the same direction. The shortest intermolecular Hg···Br contact is 4.1270 (4) Å and the shortest intermolecular Hg···Hg contact is 5.1078 (4) Å (symmetry operator for equivalent atoms: 
Refinement
H atoms were refined using a riding model, with methyl C-H = 0.98 Å and aromatic C-H = 0.95 Å and with U iso (H) = 1.5U eq (C) for methyl-H or 1.2U eq (C) for aromatic-H. The methyl groups were allowed to rotate but not to tip. The methyl group in para position of the phenyl ring is disordered over two equally occupied positions. 
Computing details
Figure 2
Packing diagram of the title compound viewed onto the bc plane. H atoms omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Bromido(2,4,6-trimethylphenyl)mercury(II)
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
Geometric parameters (Å, º)
Hg1-C1 2.053 (7) C4-C3 i 1.381 (7) Hg1-Br1 2.4307 (8) C4-C6 1.495 (10) C1-C2 i 1.397 (6) C5-H5A 0.9800 C1-C2 1.397 (6) C5-H5B 0.9800 C2-C3 1.400 (8) C5-H5C 0.9800 C2-C5 1.510 (7) C6-H6A 0.9800 C3-C4 1.381 (7) C6-H6B 0.9800 C3-H3 0.9500 C6-H6C 0.9800
